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	EDUCATION/TRAINING  

	INSTITUTION AND LOCATION
	DEGREE

	YEAR
	FIELD OF STUDY

	University of Helsinki, Finland
	MD
	1973
	Medicine

	University of Helsinki, Finland
	PhD
	1973
	Medical biochemistry

	University of Helsinki, Finland
	Assist. prof.
	1975
	Medical biochemistry

	Johns Hopkins University, Baltimore,USA
	Postdoc
	1976-8
	Molecular biology


A. Positions 
1973-75
Research assistant, Medical Biochemistry, University of Helsinki

1975-87
Assistant professor (docent), Medical Biochemistry, University of Helsinki 

1976-78
Postdoctoral fellow, Johns Hopkins University, Fogarty International Fellowship

1978-87
Senior scientist, chemical carcinogenesis, Institute of Occupational Health, Helsinki 

1984-85
Visiting scientist, NCI-Frederick, USA, Eleanor Roosevelt Fellowship

1987

Visiting scientist, MIT, Cambridge, USA, IUAC Fellowship

1987-92
Research Professor, Institute of Occupational Health, Helsinki

1989-2005
Professor of Epidemiology, Karolinska Institute, Huddinge, Sweden (from 2003-5 at 20% employment)

1999
Visiting scholar, Institute of Public Health, University of Cambridge, UK, Swedish Cancer Society Fellowship 

2002-
Professor of Molecular Genetic Epidemiology, German Cancer Research Center (DKFZ) and University of Heidelberg, Heidelberg, Germany 

2003-15
German Cancer Research Center, member of the scientific council, 
2006-15
German Cancer Research Center, chairperson of research area C, Cancer Risk Factors and Prevention. 

2005-11
Foreign Adjunct Professor, molecular genetic epidemiology, Karolinska Institute, Sweden. 

2009- 14
 Guest Professor, molecular genetic epidemiology, Lund University, Sweden. 

2011     Visiting professor, 4th Military Medical University, Xian, China.

2014-   Guest Senior Scientist, molecular genetic epidemiology, Lund University. 

2017-   Helmholtz Senior Professor at German Cancer Research Center, Heidelberg.
2018-  Overseas Expert of the Guangdong Province 
Institional web site: https://www.dkfz.de/en/molgen_epidemiology/index.php

Other Professional Experience
IARC working groups on Monographs, 15 occasions, 1984-2018, expert groups 4 occasions 2008-, ’Tumor concordance and mechanisms of carcinogenesis” 2012. 

Scientific Council, IARC, Lyon 1999-2003.

Associate editor of International Journal of Cancer 2004-; on editorial boards of 5 scientific journals. Co-editor of 5 international books.

European Research Council panel 2012-, Association for International Cancer Research panel 2012-14, Swiss National Science Foundation 2012-7, National Cancer Institute of France 2013, 2015, 2017, Agency for Health Quality Assessment of Catalonia, 2012-3, The Research Council of Norway 2015-, ESMO consensus working group on testicular cancer 2016.  

B. Publication activity,recent papers with IF >10  of a total of 1300 papers 
Thomson Reuters “Times cited without self-citations”: 34.000 and h-index of 83.    

Kharazmi E, Hemminki K, Pukkala E, Sundquist K, Tryggvadottir L, Tretli S, Olsen JH, Fallah M. Cancer risk in relatives of testicular cancer patients by histology type and age at diagnosis: A joint study from five Nordic countries. Eur Urol 2015;68:283-9. IF 13.9.

Kharazmi E, Fallah M, Pukkala E, Olsen JH, Tryggvadottir L, Sundquist K, Tretli S, Hemminki K. Risk of familial classical Hodgkin lymphoma by relationship, histology, age and sex: A joint study from five Nordic countries. Blood 2015;126:1990-5. IF 10.5.

Fallah M, Kharazmi E, Pukkala E, Tretli S, Olsen J, Tryggvadottir L, Sundquist K, Hemminki K. Familial risk of non-Hodgkin lymphoma by sex, relationship, age at diagnosis and histology: A joint study from five Nordic countries. Leukemia 2016; 30:373-8. IF 12.1.
Frank C, Fallah M, Chen T, Mai EK, Sundquist J, Försti A, Hemminki K. Search for familial clustering of multiple myeloma with any cancer. Leukemia 2016;30:627-32 IF 12.1.
Johnson DC*, Weinhold N*, Mitchell J*, Chen B, Stephens OW, Försti A, Nickel J, Kaiser M, Gregory WA, Cairns D, Jackson GH, Hoffmann P, Noethen MM, Hillengass J, Bertsch U, Barlogie B, Davis FE, Hemminki K**, Goldschmidt H**, Houlston RS**,  Morgan GJ**. Genetic factors influencing the risk of multiple myeloma bone disease. Leukemia 2016; 30:883-8. IF 12.1. (**=equal contribution).
 Johnson DC, Weinhold N, Mitchell JS, Chen B, Kaiser M, Begum DB, Hillengass J, Bertsch U, Gregory WA, Cairns D, Jackson GH, Försti A, Nickel J, Hoffmann P, Nöethen MM, Stephens OW, Barlogie B, Davis FE, Hemminki K**, Goldschmidt H**, Houlston RS**, Morgan GJ**. Genome wide association study identifies variation at 6q25.1 associated with survival in multiple myeloma. Nature Commun 2016; 7:10290. IF 11.3 (**=equal contribution).
Hemminki K, Försti A, Sundquist K, Sundquist J  and Li L. Familial associations of monoglonal gammopathy of unknown significance (MGUS) with autoimmune diseases. Leukemia 2016; 3:1766-9.IF 12.1.
Kinnersley B, Chubb D, Dobbins SE, Frampton M, Buch S, Timofeeva MN, Castellví-Bel S, Farrington SM, Forsti A, Hampe J, Hemminki K, Hofstra RM, Northwood E, Palles C, Pinheiro M, Ruiz-Ponte C, Schafmayer C, Teixeira MR, Westers H, van Wezel T, Timothy Bishop D, Tomlinson I, Dunlop MG, Houlston RS. Correspondence: SEMA4A variation and risk of colorectal cancer. Nature Commun. 2016;7:10611. IF 11.3.
Mitchell JS, Li L, Weinhold N, Försti A, Ali M, van Duin M, Thorleifsson G, Johnson DC, Chen B, Halvarsson BM, Gudbjartsson DF, Kuiper R, Stephens OW, Bertsch U, Broderick P, Campo C, Einsele H, Gregory WA, Gullberg U, Henrion M, Hillengass J, Hoffmann P, Jackson GH, Johnsson E, Jöud M, Kristinsson SY, Lenhoff S, Lenive O, Mellqvist UH, Migliorini G, Nahi H, Nelander S, Nickel J, Nöthen MN, Rafnar T, Ross FM, da Silva Filho MI, Swaminathan B, Turesson I, Vangsted A, Vogel U, Waage A, Walker BA, Wihlborg AK, Broyl A, Davies FE, Thorsteinsdottir U, Langer C, Hansson M, Kaiser M, Sonneveld P, Stefansson K*, Morgan GJ*, Goldschmidt H*, Hemminki K*, Nilsson B*, Houlston RS*. Genome-wide association study identifies multiple susceptibility loci for multiple myeloma. Nature Communications 2016; 7:12050. IF 11.3 (*=equal contribution).
Li N, Johnson D, Weinhold N, Studd J, Orlando G, Mirabella F, Mitchell J, Meissner T, Kaiser M, Goldschmidt H, Hemminki K, Morgan GJ, Houlston R. Multiple myeloma risk variant at 7p15.3 creates an IRF4-binding site and interferes with CDCA7L expression. Nature Commun 2016; 7:13656. IF 11.3. 

Frank C, Sundquist J, Hemminki A, Hemminki K. Familial Associations Between Prostate Cancer and Other Cancers. Eur Urol 2017;71:162-165  IF 15.0.
Vijayakrishnan J, Kumar R, Henrion MY, Moorman AV, Rachakonda PS, Hosen I, da Silva Filho MI, Holroyd A, Dobbins SE, Koehler R, Thomsen H, Irving JA, Allan JM, Lightfoot T, Roman E, Kinsey SE, Sheridan E, Thompson PD, Hoffmann P, Nöthen MM, Heilmann-Heimbach S, Karl-Heinz J, Greaves M, Harrison CJ, Bartram CR, Schrappe M, Stanulla M, Hemminki K, Houlston RS. A genome-wide association study identifies risk loci for childhood acute lymphoblastic leukemia at 10q26.13 and 12q23.1. Leukemia 2017; 31:573-579. IF 12.1.

da Silva Filho MI, Försti A, Weinhold N, Meziane I, Campo C, Huhn S, Nickel J, Hoffmann P, Nöthen MM, Jöckel KH, Landi S, Mitchell JS, Johnson D, Morgan GJ, Houlston R, Goldschmidt H,  Jauch A, Milani P, Merlini G, Rowcieno D, Hawkins P, Hegenbart U, Palladini G, Wechalekar A, Schönland SO*, Hemminki K *. Genome-wide association study of immunoglobulin light chain amyloidosis in three patient cohorts: comparison to myeloma. Leukemia 2017 IF 12.1. (*=equal contribution). 
Sud A, Thomsen H, Sundquist K, Houlston RS, Hemminki K. Risk of second cancer in Hodgkin lymphoma survivors and the influence of family history. J Clin Oncol 2017; 35:1584-1590. IF 21.0.
Rasche L, Angtuaco E, McDonald JE, Buros A, Stein C, Pawlyn C, Thanendrarajan S, Schinke C, Samant R, Yaccoby S, Walker B, Epstein J, Zangari M, van Rhee F, Meissner T, Goldschmidt H, Hemminki K, Houlston R, Barlogie B, Davies FE, Morgan GJ, Weinhold N. Low expression of hexokinase-2 is associated with false-negative FDG-positron emission tomography in multiple myeloma. Blood 2017 130:30-34. IF 12.0.
Hemminki K, Hemminki A, Försti A, Sundquist K, Li X. Genetics of gallbladder cancer. Lancet Oncol 2017 in press IF 26.5.  
Sud S*,  Thomsen H*, Law PJ, Försti A, Silva Filho MI, Holroyd A, Broderick P, Orlando G, Lenive O, Wright L, Cooke R, Easton D, Pharoah P, Dunning A, Peto J, Canzian F, Eeles R, Kote-Jarai S, Muir K, Pashayan N, the PRACTICAL consortium ¥, Hoffmann P, Nöthen MN, Jöckel KH,  Pogge von Strandmann E, Lightfoot T, Kane E, Roman E, Lake A, Montgomery D, Jarrett RF,  Swerdlow AF, Engert A, Orr N, Hemminki K**, Houlston RS **. Genome-wide association study of classical Hodgkin lymphoma identifies key regulators of disease susceptibility. Nature Commun 2017; 8(1):1892. IF 11.3 (**=equal contribution).
Ali M, Ajore R, Wihlborg AK, Niroula A, Swaminathan B, Johnsson E, Stephens OW, Morgan G, Meissner T, Turesson I, Goldschmidt H, Mellqvist UH, Gullberg U, Hansson M, Hemminki K, Nahi H, Waage A, Weinhold N, Nilsson B. The multiple myeloma risk allele at 5q15 lowers ELL2 expression and increases ribosomal gene expression. Nat Commun. 2018 Apr 25;9(1):1649. IF 12.4
IARC Monographs Vol 121 Group. Carcinogenicity of quinoline, styrene, and styrene-7,8-oxide.

Lancet Oncol. 2018;19(6):e283. IF 36.5
Hemminki K, Yu H, Hemminki O, Sundquist J. RE: Familial Cancer Clustering of Urothelial Cancer: A Population-Based Case-Control Study. Natl Cancer Inst. 2018 Apr 9. IF 11.4. 
Vijayakrishnan J, Studd J, Broderick P, Kinnersley B, Holroyd A, Law PJ, Kumar R, Allan JM, Harrison CJ, Moorman AV, Vora A, Roman E, Rachakonda S, Kinsey SE, Sheridan E, Thompson PD, Irving JA, Koehler R, Hoffmann P, Nöthen MM, Heilmann-Heimbach S, Jöckel KH, Easton DF, Pharaoh PDP, Dunning AM, Peto J, Canzian F, Swerdlow A, Eeles RA, Kote-Jarai Z, Muir K, Pashayan N, Greaves M, Zimmerman M, Bartram CR, Schrappe M, Stanulla M, Hemminki K, Houlston RS; PRACTICAL Consortium. Genome-wide association study identifies susceptibility loci for B-cell childhood acute lymphoblastic leukemia. Nat Commun. 2018;9(1):1340 IF 12.4

Sud A, Chattopadhyay S, Thomsen H, Sundquist K, Sundquist J, Houlston RS, Hemminki K. Familial risks of primary myeloid leukemia, myelodysplasia and myeloproliferative neoplasms. Blood 2018 IF 15.1.

Chattopadhyay S, Zheng G, Sud A, Yu H, Sundquist K, Sundquist J, Försti A, Hemminki A, Houlston R and Hemminki K. Risk of second primary cancer following myeloid neoplasia and risk of myeloid neoplasia as second primary cancer: a nation-wide follow-up study. Lancet Haematol 2018. IF 10.7. 

Went M, Sud A, Försti A, Halvarsson BM, Weinhold N, Kimber S, van Duin M, Thorleifsson G, Holroyd A, Johnson DC, Li N, Orlando G, Law PJ, Ali M, Chen B, Mitchell JS, Gudbjartsson DF, Kuiper R, Stephens OW, Bertsch U, Broderick P, Campo C, Bandapalli OR, Einsele H, Gregory WA, Gullberg U, Hillengass J, Hoffmann P, Jackson GH, Jöckel KH, Johnsson E, Kristinsson SY, Mellqvist UH, Nahi H, Easton D, Pharoah P, Dunning A, Peto J, Canzian F, Swerdlow A, Eeles RA, Kote-Jarai Z, Muir K, Pashayan N, Nickel J, Nöthen MM, Rafnar T, Ross FM, da Silva Filho MI, Thomsen H, Turesson I, Vangsted A, Andersen NF, Waage A, Walker BA, Wihlborg AK, Broyl A, Davies FE, Thorsteinsdottir U, Langer C, Hansson M, Goldschmidt H, Kaiser M, Sonneveld P, Stefansson K**, Morgan GJ**, Hemminki K**, Nilsson B**, Houlston RS**; PRACTICAL consortium. Identification of multiple risk loci and regulatory mechanisms influencing susceptibility to multiple myeloma. Nat Commun.2018 Sep 13;9(1):3707. IF 12.4. (**=equal contribution)

Honecker F, Aparicio J, Berney D, Beyer J, Bokemeyer C, Cathomas R, Clarke N, Cohn-Cedermark G, Daugaard G, Dieckmann KP, Fizazi K, Fosså S, Germa-Lluch JR, Giannatempo P, Gietema JA, Gillessen S, Haugnes HS, Heidenreich A, Hemminki K, Huddart R, Jewett MAS, Joly F, Lauritsen J, Lorch A, Necchi A, Nicolai N, Oing C, Oldenburg J, Ondruš D, Papachristofilou A, Powles T, Sohaib A, Ståhl O, Tandstad T, Toner G, Horwich A. ESMO Consensus Conference on testicular germ cell cancer: diagnosis, treatment and follow-up. Ann Oncol. 2018;29:1658-1686. IF 13.9

Sud A, Thomsen H, Orlando G, Försti A, Law PJ, Broderick P, Cooke R, Hariri F, Pastinen T, Easton DF, Pharoah PDP, Dunning AM, Peto J, Canzian F, Eeles R, Kote-Jarai Z, Muir K, Pashayan N, Campa D, Hoffmann P, Nöthen MM, Jöckel KH, von Strandmann EP, Swerdlow AJ, Engert A, Orr N, Hemminki K, Houlston RS. Genome-wide association study implicates immune dysfunction in the development of Hodgkin lymphoma. Blood. 2018 Epub ahead of print] IF 15.1.
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